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Comparative figure of 13K protamin sequences 



RMI. (SEQ ID. 3) 
RM4. (SEQ ID. 94) 
RMS. (SEQ ID. 95) 
RM7. (SEQ ID. 96) 
RM9. (SEQ ID. 1) 



AG--GAA6CATAGTAGTAGAATCCTACAAAAATGAAGATCATTTT 

- -G- -CAAA-ATAGAA- -AG-ATC TAGTGTCCCGCAGCAATGAAGATCATTTT 

CAATTCAAACATTATAGTTGAAGCATAGlAGTAGAATCCTACAAAAATGAAGATCA'nTT 

GAAGCATAGTAGTAGAATCCAACAACAATGAAGATCATTTT 

- -G- -CAAA-AGCATA- -AG-AAC TAGAAACCCACCACAATGAAGATCATTTT 

ttt ttt tt t mmtmtmt 



RMI . (SEQ ID. 3) 61 : CGTATTTGCTCTCCTTGCTATTGTTGCATGCAA-CGC1 TCTGCACGGTTTGATGCTCTTA 

RM4. (SEQ ID, 94) 61 : CGTCTT TGC'f CTCCTT6CTATTGCTGC.ATGCAG- CGCCTCTGCGCAGT F! GATGTTTTAG 

RMS. (SEQ ID. 95) 61 : CGTATTTGCTCTCCTTGCTATTGTTGCATGCAA- CGC T rCTGCACGGTTTGATGCTCTTA 

RM7. (SEQ ID. 96) 61 : CG TATTTGCTCTCCTTGCTATTGTTGCATGCAATCGC -TCTGCGCGGTTTGATCCTCTTA 

RM9. (SEQ ID. 1) 61 ; CTTCTTTGCTCTCCTTGCTATTGCTGCATGCAG-TGCCTCTGCGCAGTTTGATGCIGTI'A 

t t tmmmtmttm tttttttt tt ttttt t ttttttt t t 

RMI. (SEQ ID. 3) 121 : GTCAAAGTTATAGACAATATCAACTACAATCGCATCTCCTGCTACAGCAACAAGTGCI'CA 
RM4. (SEQ ID. 94) 121 : GTCAAAGTTATAGGCAA TATCAGCTGCAGTCGCCTGTCCTGCTACAGCAACAGGTGC ETA 
RM5. (SEQ ID. 95) 121:GTCAAAGTrATAGACAATATCAACTACAATCGCATCTCCEGCTACAGCAACAAGTGCTCA 
RM7. (SEQ ID. 96) 121:GTCAAAGTTATAGGCAATATCAACTACAGTCGCATCTCC!'ACTACAGCAACAAGTGCTCA 
RM9. (SEQ ID. i) 121:CTCAAGTTTACAGGCAATATCAGCTGCAGCCGCATCTCATGCTGCAGCAACAGATGCTTA 
mt ttt tt tttttttt tt tt ttt t ttt tt tttttttt tttt t 

RMI. (SEQ ID. 3) 181:GCCCATGCAGTGAGTTCGTAAGGCAACAGCATAGCATAGTGGCAACCCCCTTCTGGCAAC 

RM4. (SEQ 1 D . 94) 181 : GCCCAl'ATAATGAGTTCGTAAGGCAGCAGTATGGCATAGCGGCAAGCCCCI TCT TGCAAT 

RMS . (SEQ ID. 95) 181 ; GCCCATGCAGTGAGTTCGTAAGGCAACAGCATAGCATAGTGGCAACCCCCTTCTGGCAAC 

RM7 . (SEQ 1 D . 96 ) 181 : GCCCATGCAGTGAGTTCGTAAGGCAACAGTATAGCATAGTGGCAACCCCCTTCTGGCAAC 

RM9. {SEQ ID. 1) 181 : GCCCATGCGGTGAGTTCGTAAGGCAGCAGTGCAGCACAGTGGCAACCCCCTTCTTCCAAT 

tttttt mmtmtmt ttt ttt tt mtt tttttttt ttt 

RMI . (SEQ ID. 3) 241 : CAGCTACGTTTCAATTGATAAACAACCAAGTCATGCAGCAACAGTGTTGCCAACA6CTCA 

RM4 . {SEQ ID. 94) 241 : CAGCTGCGTTTCAACTGAGAAACAACCAAGTC-TG- -GCAACA- -GCT-C-GC-GCT - - 

RMS. (SEQ ID. 95) 241 :CAGCTACGTTTCAATTGATAAACAACCAAGTCATGCAGCAACAGTGTTGCCAACAGCTCA 

RM7. {SEQ ID. 96) 241 : CAGCTACGTTTCAATTGATAAACAACCAAGTCATGCAGCAGCAGTGTTGCCAACAGCTCA 

RM9 . { SEQ I D . 1 ) 241 : CACCCGTGTTTCAACTGAGAAACTGCCAAGTCATGCAGCAGCAGTGCTGCCAACAGCTCA 

tt t mmt ttt tttt mmt tt m tt t t t t ttt 



10/19 



"Replacement Sheet" 



Fig. 9b 



RMl . (SEQ i D. 3) 301 : GGCTGGTAGCGCAACMTCTCACTACCA6GCCATI AGTAGCGTTCAGGCGAT TGTGCAGC 

RM4 (SO ID. 94) 303 GG-TG---GCGCAACAATCTCACTATCAGGACATTAACAI IGTI CAGGCCAI AGCGCAGC 

RMS (SEQ ID 95) 301 : GGC rGGTAGCGCAACAATCTCACTACCAGGCCATTAGTAGCGTTCAGGCGAT TGTGCAGC 

RM7. (SEQ ID. 96) 301 :GGCTGGTAGCACAACAATCTCACTACCAGGCCATTAGTATTGTTCAAGCGATTGTGCAAC 

RM9.(SEQ ID.l) 301 iGGATGATCGCACAACAGTCTCACTGCCAGGCCATTAGCAGTGTTCAGGCTATTGTGCAGC 

tt tt tt tun ntnn tut nut t nut tt tt t ttt t 

RMl (SEQ 10 3) 361: AACTACAGCTGCAGCAGGTCGGTGIT-GICTACTTTGATCAGACTCAAGCTCAAGCI'CAA 
RM4 (SFQ ID . 94) 361 ; AGCTACAACTCCAGCAGTT IGGTGATC-TCTACTTTGA1 CGGAATCTGGCTCAAGCTCAA 
RM5. (SEQ ID. 95) 361 : AACTACAGCTGCAGCAGGTCGG FG I T-GTCTACTT1 GA I CAGAC i CAAGCTCAAGCTCAA 
RM7 . (SEQ ID. 96) 361 : AGCTACAACTGCAGCAA1TTAGTGGT-G I CTACTTTGATCAGACTCAAGCTCAAGCCCAA 
RM9. (SEQ ID.l) 361:AGCTACGGCTACAACAGTTTGCr-AGCGTCTACTTCGATCAGAGTCAAGCl'CAAGCCCAA 
t tttt tt tt tt t t ttttttt tttt tt tt tttttttt ttt 

RMl (SEQ ID. 3) 421 : GCTTTGCTGGCCTTAAACTTGCCATCCATATGTGGTATCTATCCTAACTACTACATTGCT 
RM4 (SEQ ID 94) 421:GCTCTGTTGGCTTTTAACGTGCCATCTAGATATGGTATCTACCCTAGGTACTATGGTGCA 
RMS (SEQ ID 95) 421 : GCTTTGCTGGCCTTAAACT1GCCAT CCATATGTGGTATCTATCC EMC I ACTACATTGCT 
RM7 (SEQ ID. 96) 421 :ACTCTGTTGACCTTCAACTTGCCATCCATATGTGGTATCTACCC I" AA C T AC TAT AG TG C ' I' 
RM9 . (SEQ ID.l) 421 : GCTATG ITGGCCCTAAACATGCCGTCAATATGCGGTATCTACCCAAGCTACAACACTGCT 

tt tt tt t t ttt tttt tt t tt tttttttt tt t ttt t ttt 
Rml (SEQ ID 3) 481 : CCGAGGAGCATTCCCACCG nGGTGGTGTCTGGTACTGAATTGTAATAGTATAATGGTTC 
Rm4. (SEQ 1 D . 94 ) 481 : CCCAGTACCATTACCACCCTTGGCGGTGTCTTGTAATGAGTTTTAACAGTATAGTGGl'TC 
RM5 (SEQ ID. 95) 481:CCGAG6AGCATTCCCACCGTTGGTGGTGTCTGGTACTGAATTGT,AATAGTATAATGGTTC 
RM7 (SEQ ID 96) 481:CCCAGGAGCATTGCCACTGTTGGTGGTGTCTGGTACTGAATTGTAACAATATAATAGTTC 
RM9. (SEQ ID.l) 481 :CCCTGTAGCATTCCCACCGTCGGTGGTATCTGGTATTGAATTGTAGCAGTATAGTAGTAC 
tt t t tttt tttt t tt ttt ttt ttt ttt tt tt t tttt t tt t 

RMl (SEQ ID 3) 541: MATGTTAAAAATAAAGTCATGC AT CAT CA TG CGTGAC - AGTTGAAACTTGAT GTC - ATA 
RM4 rSEQ ID. 94) 541 : GGAAGTTAAAAATAAGCTCAGATATCAT - ATATGTGACATG-TGAAACTT-TGGGTGATA 
RM5 (SEQ ID. 95) 541 : AAATGTTAAAAATAAAGTCATGCATCATCATGCGTGAC - AGTTGAAA-AAAAAAA- -AAA 
RM7 (SEQ ID. 96) 541 :GTATGTTAAAAATAAAGTCATACATCATCATGTGrGAC-TGTTGAAACTTAGGGTC-ATA 
RM9. (SEQ ID.l) 541 : AGGAGAGAAAAATAAAGTCATGCATCATCGTGTGTGACAAGTTGAAACATCGGGGTGATA 
t tttttttt ttt ttttt t ttttt t ttttt t t 

RMl, (SEQ ID. 3) 601:TAAATCTAAAT-AAA-C-TCGTGC-C 

RM4.(SEQ ID. 94) 601 : TAAATAGAAAAAAAGTTGTC'ITTCATATTTA- - - 

1 iEQ ID 9b) 601: AM 

RM7 (SEQ ID. 96) 601: TAMTCTMATAAMTCATCTTAC - CTMMM- 
RM9 SEQ ID.l) 601 : CAAATCTGMTMAAATGTCATGCMGTTTAMC 
tt 
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